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Recombinant Rat PARK7 Protein

For Research Use Only

1. Basic Product Information
Catalog No.: REP52225

Size: 10ug, 100ug

Protein Name: Parkinson disease protein 7 homolog (Contraception-associated protein 1)
(Protein CAP1) (Fertility protein SP22) (Maillard deglycase) (Parkinsonism-associated
deglycase) (Protein DJ-1) (DJ-1) (Protein/nucleic acid deglycase DJ-1) (EC 3.1.2.-, EC
3.5.1.-, EC 3.5.1.124)

Synonym: Park7, Cap1

UniProt ID: O88767

UniProt Link: www.uniprot.org/uniprotkb/O88767/entry

Species Source: Rat

Expression System: HEK293T eukaryotic cell expression system Sequence

Length: 189 AA

Molecular Weight: 20 KD

Protein Tag: C-terminal His6

2. Amino Acid Sequence
MASKRALVILAKGAEEMETVIPVDIMRRAGIKVTVAGLAGKDPVQCSRDVVICPDTSLEEAKTQGPYD
VVVLPGGNLGAQNLSESALVKEILKEQENRKGLIAAICAGPTALLAHEVGFGCKVTSHPLAKDKMMN
GSHYSYSESRVEKDGLILTSRGPGTSFEFALAIVEALSGKDMANQVKAPLVLKD

3. Buffer Composition
Liquid format: PBS-based buffer containing 50% glycerol. Glycerol concentration can be
customized upon customer request; please state special requirements when placing your
order.

Lyophilized format: Buffer before lyophilization is PBS supplemented with 6% trehalose.

4. Storage Conditions
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Upon receipt, store the product at-20 ℃ or -80 ℃. Aliquot the product for on-demand use to
preserve protein activity and prevent denaturation and inactivation caused by repeated
freeze-thaw cycles.

5. Product Description
This product is recombinant Parkinson disease protein 7 homolog (Contraception-associated
protein 1) (Protein CAP1) (Fertility protein SP22) (Maillard deglycase) (Parkinsonism-associated
deglycase) (Protein DJ-1) (DJ-1) (Protein/nucleic acid deglycase DJ-1) (EC 3.1.2.-, EC 3.5.1.-, EC
3.5.1.124) produced using the HEK293T eukaryotic cell expression system. It is suitable for
in-vitro functional assays, protein-protein interaction studies, antibody preparation and other
biomedical research applications.

Protein Function: Protein and nucleotide deglycase that catalyzes the deglycation of the Maillard
adducts formed between amino groups of proteins or nucleotides and reactive carbonyl groups of
glyoxals. Thus, functions as a protein deglycase that repairs methylglyoxal- and glyoxal-glycated
proteins, and releases repaired proteins and lactate or glycolate, respectively. Deglycates cysteine,
arginine and lysine residues in proteins, and thus reactivates these proteins by reversing glycation by
glyoxals. Acts on early glycation intermediates (hemithioacetals and aminocarbinols), preventing the
formation of advanced glycation endproducts (AGE) that cause irreversible damage. Also functions
as a nucleotide deglycase able to repair glycated guanine in the free nucleotide pool (GTP, GDP,
GMP, dGTP) and in DNA and RNA. Is thus involved in a major nucleotide repair system named
guanine glycation repair (GG repair), dedicated to reversing methylglyoxal and glyoxal damage via
nucleotide sanitization and direct nucleic acid repair. Also displays an apparent glyoxalase activity
that in fact reflects its deglycase activity. Plays an important role in cell protection against oxidative
stress and cell death acting as oxidative stress sensor and redox-sensitive chaperone and protease;
functions probably related to its primary function. It is involved in neuroprotective mechanisms like
the stabilization of NFE2L2 and PINK1 proteins, male fertility as a positive regulator of androgen
signaling pathway as well as cell growth and transformation through, for instance, the modulation of
NF-kappa-B signaling pathway. Eliminates hydrogen peroxide and protects cells against hydrogen
peroxide-induced cell death. Required for correct mitochondrial morphology and function as well as
for autophagy of dysfunctional mitochondria. Plays a role in regulating expression or stability of the
mitochondrial uncoupling proteins SLC25A14 and SLC25A27 in dopaminergic neurons of the
substantia nigra pars compacta and attenuates the oxidative stress induced by calcium entry into the
neurons via L-type channels during pacemaking. Regulates astrocyte inflammatory responses, may
modulate lipid rafts-dependent endocytosis in astrocytes and neuronal cells (By similarity). In
pancreatic islets, involved in the maintenance of mitochondrial reactive oxygen species (ROS) levels
and glucose homeostasis in an age- and diet dependent manner. Protects pancreatic beta cells from
cell death induced by inflammatory and cytotoxic setting (By similarity). Binds to a number of mRNAs
containing multiple copies of GG or CC motifs and partially inhibits their translation but dissociates
following oxidative stress. Metal-binding protein able to bind copper as well as toxic mercury ions,
enhances the cell protection mechanism against induced metal toxicity (By similarity). In
macrophages, interacts with the NADPH oxidase subunit NCF1 to direct NADPH oxidase-dependent
ROS production, and protects against sepsis (By similarity).

Subcellular Localization: Cell membrane ; Lipid-anchor . Cytoplasm . Membrane raft . Nucleus .
Mitochondrion . Endoplasmic reticulum . Note=Under normal conditions, located predominantly in the
cytoplasm and, to a lesser extent, in the nucleus and mitochondrion. Translocates to the
mitochondrion and subsequently to the nucleus in response to oxidative stress and exerts an
increased cytoprotective effect against oxidative damage (By similarity). Membrane raft localization in
astrocytes and neuronal cells requires palmitoylation (PubMed:23847046).

6. Notes
• Avoid repeated freeze- thaw cycles to maintain protein stability and biological activity.
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• Please specify special buffer- composition requirements at the time of order placement.

• For research use only. Not intended for clinical diagnosis, therapeutic use or commercial
manufacturing.
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